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Abstract-Aminobutyric acid (GABA), an important fine chemical in pharmacotherapy and food industries, is used
as a novel material in the nylon industry and has attracted attention for its potential application in large scale produc-
tion. Search for new genes and strains, development of efficient reaction systems, such as fermentation and bioconver-
sion, and use of cheap starting material like monosodium glutamate (MSG) can make GABA production using less
expensive bulk chemicals possible. Therefore, in this study, we constructed a recombinant Escherichia coli whole-cell
system for GABA production that expressed glutamate decarboxylase (GAD) from Lactobacillus brevis and used MSG
as the starting material. We also optimized the reaction conditions for MSG to GABA conversion, such as citrate buf-
fer concentration, pyridoxal 5'-phosphate concentration, temperature, MSG concentration, and cell density (OD600).
The optimized whole-cell system converted MSG to GABA via seven repetitive cycles resulting in an average conver-
sion rate of 86% (71.7 mM/h) within 42 h.
Keywords: -Aminobutyric Acid, Monosodium Glutamate, Glutamate Decarboxylase, Whole-cell Bioconversion, Lacto-

bacillus brevis

INTRODUCTION

-Aminobutyric Acid (GABA) is a non-protein amino acid that
acts as a major inhibitory neurotransmitter in higher animals [1].
It is used to treat sleep, panic, and anxiety disorders and is also used
as a food supplement. Recent studies have demonstrated the appli-
cation of GABA as a platform chemical in the production of 2-pyr-
rolidone and nylon 4; its use is expanding [2-5].

GABA is produced in vivo by the GABA shunt pathway [6].
The first step is the production of glutamate from alpha-ketogluta-
rate via a transamination reaction catalyzed by glutamate dehydro-
genase. The next step is the decarboxylation of glutamate to GABA,
which is catalyzed by glutamate decarboxylase (GAD, EC:4.1.1.15).
In GABA synthesis, GAD is the rate-limiting enzyme that requires
pyridoxal phosphate (PLP) as a cofactor [7]. GABA is mostly syn-
thesized from L-glutamic acid (L-Glu) or monosodium glutamate
(MSG) by GAD, which is the sole enzyme that can catalyze the reac-
tion [8,9]. Escherichia coli GAD is a well-known hexameric enzyme
with significant structural differences from the mammalian GAD,
and it exists in two isoforms, GADA and GADB [1,7,10].

Recently, efficient production of GABA from L-Glu using lactic
acid bacteria has been reported in several studies (Table 1) [11-13].
For instance, 1,005.8 mM of GABA was produced by L. brevis

NCL912 in 48 h [14], 526.3 mM of GABA was produced by L.
brevis CGMCC 1306 in 72 h [15], and 251 mM of GABA was pro-
duced by L. buchneri [16]. Previous studies also used recombinant
E. coli strains as whole-cell biocatalysts to produce 1,338.2 mM
GABA from 1,359.3 mM L-Glu (99% conversion) within 35 h (E.
coli GADK10) [17], 2,996 mM of GABA from 3,000 mM L-Glu
(99.9% conversion) within 12 h (E. coli BW25113) [18], and 738.9
mM (62.4% conversion) within 2 h from MSG (recombinant E.
coli XL1-Blue) [5]. Although wild type Lactobacillus shows high
yield, it requires a long reaction time. Additionally, recombinant
microorganisms that use GAD for GABA production from MSG
have also shown a low yield. However, not many studies have used
high concentrations of MSG as the starting material despite its low
conversion yield to GABA in comparison to that of L-Glu [19-23].
This could be due to the increase in pH with high concentration
of MSG, causing the pH to become higher than what is optimal for
GAD. However, MSG is an attractive starting material for a robust
GABA production system because it is cheaper than L-Glu and is
available in large quantities (2.75 million tons per year) [24-26]. In
addition, MSG is easy to melt and is more soluble than L-Glu
(8.57 g/L) in water (739 g/L) at 25 oC [27,28].

Whole-cell biocatalysts can produce value-added chemicals from
cheap feedstock by avoiding complex cellular metabolism, and they
show better stability than enzymes or purified enzymes. Therefore,
manufacturers focus on optimizing precursor supply, cofactor bal-
ance, and reaction conditions to enhance the efficiency of biocata-
lysts [29-33].
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Hence, we developed a whole-cell system with a gene from an
active source like Lactobacillus and used a cheap starting material,
such as MSG, although most previous recombinant systems have
preferred L-Glu. We constructed a whole-cell GABA production
system using GAD from L. brevis in a recombinant strain and opti-
mized the reaction conditions. We achieved more than 80% con-
version of 500 mM MSG to GABA in seven repetitive reactions of
the whole-cell system, resulting in an average conversion rate of
86% with 71.7 mM/h within 42 h from seven repetitive reactions.
Our approaches appear to work, considering our goals to decrease
reaction time and use of MSG for GABA production.

MATERIALS AND METHODS

1. Chemicals
Restriction enzymes and DNA polymerase were purchased from

Enzynomics (Daejeon, Korea). MSG and GABA were purchased

Table 1. GABA production reported in previous studies

Substrate Strains Origin of GAD enzyme Strategy Time
(h)

Titer
(mM)

Productivity
(mM/h) Ref.

L-Glu E. coli BW25113 L. lactis GadB Bioconversion 12* 2,996 249.7* [18]
L-Glu E. coli GADK10 E. coli gadA Bioconversion 35* 1,338.2 038.2* [17]
L-Glu L. brevis NCL912 L. brevis NCL912 Fed-batch 48* 1,005.8 021.0* [14]
MSG E. coli XL1-Blue L. lactis subsp. lactis Il1403 (GadB) Bioconversion 02* 0,738.9 369.5* 0[5]
MSG E. coli UT481 L. brevis OPK-3 Bioconversion 24* 0,019.62 000.8* [20]
MSG L. brevis CGMCC 1306 L. brevis CGMCC 1306 Fed-batch 72* 0,526.3 007.3* [15]
MSG E. coli BL21 L. brevis (KCTC 3498) Repetitive Bioconversion 06* 0,430* 071.7* This study
*These values were obtained from the average of seven repetitive reactions.

Table 2. Details of the strains, plasmid, and primers used in the study
Strains, plasmid, and primers Details Source
Strains
Lactobacillus brevis KCTC 3498 Wild type KCTC
E. coli K12 (MG1655) Wild type Lab stock
E. coli DH5 F 80lacZ M15 endA recA hsdR(rk-mk-) supE thi gyrA relA (lacZYA-argF)U169 Lab stock
E. coli BL21 (DE3) F ompThsdSB(rB-mB-) gal dcm Novagen
GADA E. coli K12 glutamate decarboxylase Alpha (gadA) In this study
GADB E. coli K12 glutamate decarboxylase Beta (gadB) In this study
LBGAD L. brevis glutamate decarboxylase (gad) In this study
Plasmids
pCDFDuet-gadA gadA of E. coli K12 inserted into pCDF duet 1 In this study
pCDFDuet-gadB gadB of E. coli K12 inserted into pCDF duet 1 In this study
pCDFDuet-LBgad gad of L. brevis inserted into pCDF duet 1 In this study
Primers
F: gadA-BamHI 5'-CTGCTGGGATCCGATGGACCAGAAGCTGTTAA-3' In this study
R: gadA-SacI 5'-CTGCTGGAGCTCGTCAGGTGTGTTTAAAGCTG-3' In this study
F: gadB-BamHI 5'-CTGCTGGGATCCGATGGATAAGAAGCAAGTAACG-3' In this study
R: gadB-SacI 5'-CTGCTGGAGCTCGTCAGGTATGTTTAAAGCTGTTCTG-3' In this study
F: LBgad-BamH1 5'-CTGCTGGGATCCGATGAATAAAAACGATCAGGAAACA-3' In this study
R: LBgad-SacI 5'-CTGCTGGAGCTCTTAACTTCGAACGGTGGTCTTG-3' In this study

from Tokyo Chemical Industry Co. (Tokyo, Japan). PLP was pur-
chased from Sigma-Aldrich, Inc. Sodium citrate dihydrate was pur-
chased from Daejung Chemical & Metals Co., Ltd. Citric acid was
purchased from Duksan pure chemical Co., Ltd. Dimethyl ethoxy-
methylenemalonate was purchased from Fluka (Japan) for the
derivatization reaction. Sodium acetate trihydrate (98.5%) was pur-
chased from SAMCHUN. Acetic acid (glacial) was purchased from
Merck. Acetonitrile was purchased from Fisher Brand.
2. Bacterial Strains, Plasmids, and Media

L. brevis KCTC 3498 was purchased from KCTC (Daejeon, South
Korea). E. coli DH5 was used as the cloning host, and E. coli
BL21(DE3) was used as the expression host. pCDFDuet plasmid
was used for cloning purposes (Table 2). E. coli strains were grown
in the Luria Bertani (LB; MILLER) medium with or without anti-
biotics. L. brevis strain was grown in the Lactobacilli MRS medium.
3. Construction of Plasmid and Culture Conditions

The gad gene from L. brevis was inserted into the pCDFduet
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vector at MCS1 (Supplementary Table 1 and Supplementary Fig. 1).
Primer details are provided in Table 2. The PCR product and vec-
tor were cut with restriction enzymes BamH1 and Sac1 and ligated
using T4-ligase. The sequences of the insert and vector were con-
firmed by sequencing from Bionics (Seoul, South Korea). The con-
structed vectors were transformed in E. coli BL21(DE3). A single
colony of each recombinant E. coli strain was picked from the agar
plate and precultured in 5 mL LB broth containing 10 g/L tryp-
tone, 5 g/L yeast extract, 10 g/L sodium chloride, and antibiotics
on a shaking incubator (Han‐Beak Science Co., Bucheon, Gyeo-
nggi‐do, Korea) at 200 rpm, overnight. The pre-culture was then
inoculated in 50 mL LB in a 250 mL baffled Erlenmeyer flask with
antibiotics and incubated at 37 oC with shaking. Induction was
carried out with 0.5mM isopropyl -d-1-thiogalactopyranoside after
the optical density of the culture at OD600 reached 0.6-0.7. After over-
night incubation at 25 oC, the culture was harvested by centrifuga-
tion at 4,000rpm for 10min at 4 oC, and the pellet was washed twice
using deionized water.
4. Whole-cell Reaction

Cell concentration was monitored by measuring the OD600 by
ultraviolet-visible spectrophotometry (SpectraMax M2). The pre-
pared GAD cells were used for the whole-cell reaction. The reac-

tion was performed with 500 mM MSG, 50 mM citrate buffer, and
0.1 mM PLP. Each condition was varied to identify the optimal
reaction condition. The static reaction using the prepared reaction
mixture was carried out at 30 oC for 6 h. The reaction was stopped
by heating at 95 oC for 5min. The reaction solution was then diluted
to an appropriate concentration for high-performance liquid chro-
matography (HPLC) analysis (Prominence-i LC-2030, Shimadzu,
Kyoto, Japan).
5. Derivatization and HPLC Analysis

For measuring the concentration of MSG and GABA, amines
present in MSG and GABA were measured. The amine derivatives
were prepared in a mixture of 300l borate buffer (50 mM, pH 9),
100l methanol, 47l distilled water, 50l target sample, and 3l
DEEMM [34]. The derivatization reaction was performed to deri-
vatize MSG and GABA at 70 oC for 2h, followed by HPLC (Promi-
nence-i LC-2030, Shimadzu, Kyoto, Japan) analysis of the reaction
products at a UV-absorbance of 284 nm. Chromatographic sepa-
ration was conducted using a reverse-phase C18 column (ZOR-
BAX SB-C18 column, 4.6×250 mm, 5m particle size; Agilent
Technologies, Santa Clara, CA, USA), and the column temperature
was maintained at 35 oC. The mobile phase consisted of 100% ace-
tonitrile (solvent A) and 25mM sodium acetate buffer pH 4.8 (sol-
vent B). The flow rate was maintained at 1 mL/min, and the com-
position of solvent A to B (A : B, v/v) changed as per the following
gradient program: 0 min (20 : 80), 2 min (25 : 75), 32 min (60 : 40),
37 min (20 : 80), 40 min (20 : 80).
6. Repeated Batch Process

The cells were prepared in advance, and the reaction was set as
per the optimized conditions. After 6 h, the samples were centri-
fuged at 13,000 rpm (Hanil Co, Smart 13) for 1 min. The reaction
mixture was collected from the supernatant and the cells were used
for an additional round of reaction. Fresh reaction mixture was
added to the cells and this procedure was repeated seven times
with the samples in duplicate. MSG to GABA conversion was cal-
culated from each round [35].

RESULTS

1. GABA Production by Recombinant E. coli Strains and Wild
Type L. brevis

E. coli GAD, a hexameric enzyme with significant structural
differences from mammalian GAD, is of two types, GADA and
GADB [1,7,10]. Likewise, the GAD system from a strain of L. brevis
was also reported to have two isoforms of GAD, namely GADA and
GADB, which catalyzed the conversion of L-Glu to GABA [36].
However, as per the Kyoto Encyclopedia of Genes and Genomes,
GADA and GADB have not been classified in L. brevis KCTC
3498 and it has only one gad annotated gene. Therefore, we con-
structed GABA systems using the L. brevis gad gene (LBgad) as
well as gadA and gadB from E. coli as controls.

GABA production was compared between E. coli strains over-
expressing gadA (GADA), gadB (GADB), and LBgad (LBGAD)
cloned in pCDFDuet. Whole-cell conversion of MSG to GABA
showed that the highest GABA conversion rate was 84.7%, which
was achieved within 15 h with LBGAD. The GABA conversion rate
with GADB and GADA was 77.0% and 56.3%, respectively, under

Fig. 1. Comparison of the MSG to GABA conversion rates using dif-
ferent recombinant systems (E. coli BL21 (pCDFDuet1::gadA),
E. coli BL21 (pCDFDuet1::gadB), and E. coli BL21 (pCDF-
Duet1::LBgad)) (a), using E. coli BL21 (pCDFDuet1::LBgad)
and wild type L. brevis (b) at 30 oC with 50 mM MSG, 50
mM citrate buffer, and 0.1 mM PLP within 15 h.
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the same conditions (Fig. 1(a)). We observed that the GABA con-
version rate of wild type L. brevis was only 7.0% (Fig. 1(b)). Based
on these results, we constructed an pCDFDuet::LBgad system in
BL21(DE3) and used it for further experiments.
2. Optimization of Reaction Conditions

To identify optimum reaction conditions, we evaluated GABA
conversion from L-Glu at different concentrations (0 mM to 800
mM) of citrate buffer. We observed that the GABA conversion
with 0 mM citrate buffer was 10% from 500 mM MSG. Greater
than 90% conversion of MSG to GABA was achieved on increas-
ing the concentration of citrate buffer from 50 mM to 200 mM
(Fig. 2(a)). Further, with more than 400 mM citrate buffer, GABA
conversion dropped sharply and almost no conversion was observed
at a higher concentration of citrate buffer. Therefore, we selected
50 mM citrate buffer for further experiments. As PLP is a coen-
zyme for decarboxylase, we examined the effect of different con-
centrations of PLP on the GABA conversion. At 0 mM PLP, a
GABA conversion of over 50% was observed, and at higher con-
centrations of PLP (0.05mM to 0.5mM), more than 90% of GABA
conversion was observed (Fig. 2(b)).

To detect the substrate inhibition effect, the effect of the MSG
concentration on GABA production was investigated. As the main

substrate, increasing concentrations of MSG (0.1, 0.25, 0.5, 0.75,
and 1 M) revealed that the highest GABA conversion was achieved
with 500 mM MSG, and over 90% yield of GABA was achieved
from 250 mM to 500 mM of MSG in the same conditions (Fig.
2(c)). On increasing the MSG concentration to more than 500
mM, the GABA conversion decreased. The effect of cell concen-
tration on GABA was investigated for maximum conversion using
minimal cell concentration. The cells were examined at an OD600

of 1, 3, 5, and 10. At an OD600 of 1, the GABA conversion was
about 53%. As the cell concentration increased, the GABA conver-
sion increased sharply. At an OD600 of over 5, the GABA conver-
sion was more than 90% and we chose an OD600 of 5 for maximum
GABA production in this study (Fig. 2(d)).

For the whole-cell reaction with MSG, conversion was exam-
ined at different temperatures: 25 oC, 30 oC, and 37 oC (Fig. 3(a)),
Whole-cell conversion of MSG to GABA experiments showed that
the highest GABA conversion occurred at 30 oC for 6h at an OD600

of 5 (cell density) in 500 mM MSG, 50 mM citrate buffer, and 0.1
mM PLP. Besides, a GABA conversion yield of over 80% was
achieved at 25 oC and 37 oC. When the effect of pH between 3 and
5 was examined, a conversion more than 90% was obtained up to
pH 4.75 (Fig. 3(b)). The increase in pH after the reaction was

Fig. 2. Optimization of conditions for GABA whole-cell reaction, such as concentration of citrate buffer (a), PLP (b), MSG (c), and cell den-
sity (OD600) (d). The reactions were performed with the change in citrate, PLP, and MSG concentrations starting from 50 mM of
citrate, 500 mM MSG, 0.1 mM PLP, and OD600 of 5 within 6 h at 30 oC.
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monitored and GABA production increased the pH of the buffer
by a value of 2 (Fig. 3(c)). Overall, the optimization of the reac-
tion showed that an OD600 of 5 with 500 mM MSG, 50 mM citrate
buffer, and 0.1 mM PLP at 30 oC resulted in the highest MSG to

GABA conversion. When 500 mM MSG was used, the final pH
of the medium increased over 7.5 after 6 h (data not shown).
3. Time Profile and a Repeated Batch Process

To monitor GABA production in a time-dependent manner,
GABA conversion was examined for 24 h. GABA conversion from
500 mM MSG was investigated using an OD600 of 5 at 30 oC with
50 mM citrate buffer, 0.1 mM PLP, and a medium pH 4.87. The
reaction showed the maximum yield at 6 h and then decreased to
82.3% at 24 h (Fig. 4(a)). Although the maximum yield was little
less due to scale up, the GABA reaction could be completed within
6 h, which was less than the time required by wild type L. brevis to
complete the reaction. The pH of the buffer showed a drastic in-
crease to 9.1 (Fig. 4(b)).

The reusability of the whole-cell system for GABA production
was examined by repeated use of whole cells for conversion of MSG
to GABA. The results were investigated seven times every 6 h (Fig.
5). During the first four cycles under optimized reactions, the GABA
conversion rate was over 89%. On assessing the seven repeated
runs, the average GABA yield partly declined and was over 86%.
These results show that the recombinant strain was capable of effi-
ciently producing GABA at a productivity of 71.7 mM/h (Fig. 5).

Fig. 3. Effect of temperature and pH on the whole-cell reaction of
MSG conversion to GABA. Comparison of conversion at dif-
ferent temperatures (a), different pH (b), and pH change
before (0 h) and after the reaction at 24 h (c). The reactions
were performed with 500 mM MSG, 0.1 mM PLP, OD600 of 5
(cell density), and 50 mM citrate buffer within 6 h except for
(b) and (c).

Fig. 4. Time-dependent monitoring of GABA production from MSG
for 24 h (a) and pH profile of the medium pH (b). Samples
were collected at 0, 2, 4, 6, 8, 10, 24 h and reactions were per-
formed at 30 oC with 500mM MSG, 0.1mM PLP, cells (OD600
of 5), and 50 mM citrate buffer.



2230 J. Y. Park et al.

December, 2020

CONCLUSIONS

Naturally produced GABA is one of the well-known products
in the pharmacotherapy and food industries [37-39]. Its applica-
tion in the nylon industry is feasible; therefore, the mass produc-
tion of GABA is important [5,40]. To utilize these advantages and
achieve efficient production of GABA, we used the novel GAD
gene from L. brevis and constructed a whole-cell system with E.
coli BL21(DE3) for production of GABA from MSG. By optimiz-
ing important factors, such as the buffer concentration, PLP con-
centration, temperature, MSG concentration, and cell concentration,
we could achieve more than 90% conversion. We ran repeated
reactions resulting in an average of 86% conversion and a produc-
tivity of 71.7 mM/h. Although the process still needs to be scaled-
up and the recovery process needs to be optimized [41], our ap-
proach demonstrated easy and successful GABA production by
overcoming the low conversion of MSG by utilizing its high solu-
bility. More process improvements, such as immobilization and a
continuous process, will further increase the GABA yield.
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Table S1. Nucleotide sequences and amino acids of gad from Lactobacillus brevis ATCC 14869
Nucleotide sequences
ATGAATAAAAACGATCAGGAAACACAGCAGATGATTAATAATGTGGATTTAGAAAAAACGTTTTTAGGCAGTGTCGAAG

CCGGGCAATCCTTACCCACCAATACATTACCAGATGATCCCATGGCACCGGATGTTGCCGCTCAATTGGTGGAACACT

ATCGTTTAAATGAAGCCAAGGCTAATCAAAACCTAGCGACCTTCTGTACCACGCAAATGGAACCACAAGCCGATGAAT

TAATGAAGAACGCGTTGAATACCAATGCGATTGATAAATCGGAATACCCTAAGACCGCGGCAATGGAAAATTACTGTGT

CAGCATGATTGCTCACCTATGGGGAATTCCTGACAATGAAAAGATTTACGATGATTTCATTGGGACCTCAACGGTAGG

TTCTTCTGAAGGATGTATGTTAGGCGGCTTGGCGCTACTACATAGTTGGAAGCACCGGGCCAAGGCAGCTGGTTTTG

ATATTGAAGACCTGCATAGCCACAAGCCCAACTTGGTCATCATGTCAGGTTACCAAGTTGTTTGGGAAAAGTTCTGTA

CCTACTGGAATGTCGAGATGCGCCAAGTGCCAATTAATGGTGACCAAGTTTCCTTAGATATGGATCATGTGATGGATTA

CGTTGATGAAAATACGATTGGGATTATCGGAATTGAGGGCATTACGTACACGGGCTCCGTTGATGATATTCAAACGCTA

GATAACCTCGTGAGCGAATATAACAAGACCGCGACGATGCCGGTACGGATTCACGTTGATGCTGCCTTTGGTGGCCT

GTTCGCGCCGTTCGTCGATGGCTTTAACCCGTGGGACTTCCGGTTGAAGAACGTGGTTTCCATTAACGTTTCGGGCC

ATAAGTACGGGATGGTTTACCCTGGGTTGGGGTGGATTGTTTGGCGGCACAACACGGCTGATATTTTACCCGCAGAA

ATGCGTTTTCAAGTGCCATATCTAGGTAAGACCGTTGATTCAATCGCCATTAACTTCTCACACAGTGGTGCCCATATCA

GTGCGCAATACTACAATTTCATTCGATTTGGATTATCAGGTTATAAGACGATCATGCAAAATGTTCGGAAGGTGTCATTG

AAGCTGACGGCAGCTCTGAAAACGTATGGGATTTTCGATATTTTAGTTGATGGGTCACAGCTACCAATTAACTGTTGGA

AACTAGCGGACGATGCGCCGGTTGGTTGGACGTTGTATGATTTGGAGTCCGAGCTGGCTAAGTATGGTTGGCAAGTT

CCGGCATATCCACTGCCAAAGAATCGCGACGATGTGACAATTAGCCGGATCGTGGTACGCCCATCCATGACCATGAC

GATTGCCGATGATTTCTTGGATGATTTGAAATTAGCGATTGATGGATTAAATCACACATTTGGCGTGACGACCACCGTT

GATCAAGATAACAAGACCACCGTTCGAAGTTAA

Amino acid sequences
MNKNDQETQQMINNVDLEKTFLGSVEAGQSLPTNTLPDDPMAPDVAAQLVEHYRLNEAKANQNLATFCTTQMEPQADEL

MKNALNTNAIDKSEYPKTAAMENYCVSMIAHLWGIPDNEKIYDDFIGTSTVGSSEGCMLGGLALLHSWKHRAKAAGFDIED

LHSHKPNLVIMSGYQVVWEKFCTYWNVEMRQVPINGDQVSLDMDHVMDYVDENTIGIIGIEGITYTGSVDDIQTLDNLVTE

YNKTATMPVRIHVDAAFGGLFAPFVDGFNPWDFRLKNVVSINVSGHKYGMVYPGLGWIVWRHNTADILPAEMRFQVPYL

GKTVDSIAINFSHSGAHISAQYYNFIRFGLSGYKTIMQNVRKVSLKLTAALKTYGIFDILVDGSQLPINCWKLADDAPVGWTL

YDLESELAKYGWQVPAYPLPKNRDDVTISRIVVRPSMTMTIADDFLDDLKLAIDGLNHTFGVTTTVDQDNKTTVRS
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Fig. S1. Sequence alignment (a) and phylogenetic tree (b) of GAD with GADs from Lactobacillus brevis, Escherichia coli, Sacharomyces cere-
visiae, Lactobiacillus plantarum, Lactobiacillus fermentum, Lactobiacillus lactis, Lactobiacillus paracase, Neurospora crassa.



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 600
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e55464e1a65876863768467e5770b548c62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc666e901a554652d965874ef6768467e5770b548c52175370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA (Utilizzare queste impostazioni per creare documenti Adobe PDF adatti per visualizzare e stampare documenti aziendali in modo affidabile. I documenti PDF creati possono essere aperti con Acrobat e Adobe Reader 5.0 e versioni successive.)
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020be44c988b2c8c2a40020bb38c11cb97c0020c548c815c801c73cb85c0020bcf4ace00020c778c1c4d558b2940020b3700020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken waarmee zakelijke documenten betrouwbaar kunnen worden weergegeven en afgedrukt. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for journal articles and eBooks for online presentation. Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice


