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Abstract−The process of ATP biosynthesis from adenosine catalyzed by Saccharomyces cerevisiae was studied using
an efficient energy regeneration system. A fractional factorial design (29-5) was used to evaluate the effects of different
components in the medium. Magnesium chloride, toluene, and acetaldehyde were found to significantly influence ATP
production. The concentrations of the three factors were then optimized using central composition design and response
surface analysis. Based on the second-order polynomial model obtained from the experiments, the optimal parameters
were obtained as follows: adenosine 20 g/L; glucose 67 g/L; S. cerevisiae cells 250 g/L; magnesium chloride 4.37 g/L;
potassium dihydrogen phosphate 67 g/L; toluene 1.40 mL/L; acetaldehyde 2.67 mL/L; pH 7.0; and temperature 37.0 oC.
Under the condition, the yield and concentration of ATP reached 97.5% and 37 g/L, respectively. The yield was nearly
10% higher than the level before optimization and the concentration increased two-fold. In addition, the utilization
efficiency of energy after optimization increased nearly 6%.

Key words: Adenosine Triphosphate, Optimization, Response Surface Methodology, Saccharomyces cerevisiae, Utiliza-
tion Efficiency of Energy

INTRODUCTION

Nucleotide and its derivatives, widely used as taste-enhancing
food additives or pharmaceutical intermediates, are an essential mate-
rial in the synthesis of carbohydrates, which are of intense interest
in various scientific fields [1,2]. As a kind of nucleotide, ATP is the
focus of many studies and largely synthesized [3-5]. The demand
and supply of ATP could affect many complicated physiology pro-
cesses, such as active transportion [6], peptide folding [7], subunit
assembly [8], signal transduction [9,10] and so on. ATP is involved
in many metabolic pathways and production of almost all of the
metabolites by industrial strains [2]. In clinics, ATP has been widely
used in the treatment of heart, brain and vascular diseases as an im-
portant energy donor.

Biocatalysis approaches for ATP synthesis include the gene engi-
neering method and the enzymatic method, in which the phosphate
groups of ATP and adenosine derivatives are catalyzed by phos-
phokinase (Fig. 1). Adenosine monophosphate (AMP) or adenosine
is used as a substrate and whole-cell yeast is used as the enzyme
source in the enzymatic method, which results in a 90% yield and
a 20 g/L level of ATP [11-13]. Owing to the multi-enzyme system
of the cells and the original activity of the enzymes, the enzymatic
method can perform multi-step enzymatic reactions rapidly and effec-
tively. However, its utilization efficiency of energy (UEE) is low, only
about 25%. On the other hand, since the 1980s, researchers have
used gene cloning and cell fusion technology to improve microbial
glucolytic ability and adenylate phosphorylase activity and increase
the production capacity [14-17]. The yield of ATP reaches 70-90%,

and the ATP concentration reaches 20-100 g/L. These results show
that recombinant DNA technology has an effective role in the im-
provement of glucolytic ability. However, this technology needs
further study to develop the different catalytic functions of the multi-
enzyme system.

ATP yield and UEE using yeast are still lower according to the
above. This may be because the yeast is in a high osmotic environ-
ment, which will accumulate glycerol to keep the balance of osmotic
pressure inside and outside of the cells [18]. Also, the synthesis of
glycerolis is used to eliminate a surplus of reducing power, which
means the glycerol pathway will compete for metabolic flux with the
alcoholic fermentation pathway [19,20]. As we know, the glycerol
pathway does not produce ATP, which leads to a waste of glucose.

Intracellular NADH/NAD+ and ATP levels have important roles
in the glycolytic pathway [5,21]. The low energy state in the cell
will increase the activity of key glycolytic enzymes [22], such as
phosphofructokinase (PFK) and pyruvate kinase (PK). However,
the increase in glycolytic pathway flux needs enough NAD+, the
shortage of which will inhibit the glycolytic pathway [23]. With a
lack of oxygen or oxidant factor, NAD+ will regenerate via the ethanol
pathway using acetaldehyde as an electron acceptor [19]. There-
fore, to change the metabolic flux, enhance the ATP generation and
improve the substrate-level phosphorylation, acetaldehyde and other
effectors will be investigated in this study. In addition, under nor-
mal physiological conditions of the yeast cells, ATP cannot be se-
creted across the cell membrane and accumulates in the extracellular
region owing to the polarity, so some appropriate membrane pene-
trants will be added.

In this study, an efficient energy regeneration system was designed
and the optimal conditions of ATP synthesis from adenosine by Sac-
charomyces cerevisiae were investigated. As the factors in the pro-
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cess of ATP production have interactions and complex relationships,
fractional factorial design and response surface method were used
to determine the optimal conditions for ATP synthesis and improve
the yield and UEE. And the application of this technique on opti-
mizing conditions of ATP production with Saccharomyces cerevi-
siae has never been reported before in the literature. This method
would allow production of other active substances that need ATP
as energy, such as S-adenosyl-L-methionine (SAM), glutathione
[24], penicillin and its derivatives [25], poly-amino acids [26], and
polysaccharides [27].

MATERIALS AND METHODS

1. Strain and Medium
Saccharomyces cerevisiae As2.398 preserved in the Nanjing Uni-

versity of Technology Lab was used for production of ATP from
adenosine in this study. The growth medium contained 5% glucose,
0.5% peptone, 0.2% yeast extract, 0.2% NH4H2PO4, 0.1% MgSO4·
7H2O, and 0.2% KH2PO4 at an initial pH of 5.8. The culture medium
was maintained at 30 oC for 72 h.
2. Preparation of Yeast Cells

The yeast cells were harvested aseptically by the vacuum filtra-
tion method at 4 oC, and washed twice with deionized water. The
wet cells were frozen and stored at −20 oC.
3. Biocatalytic Reaction

The biocatalytic reaction mixture contained Saccharomyces cer-
evisiae, glucose, inorganic salt, and other required components; pre-
cise compositions are described in the “Results and discussion” sec-
tion. The reactions were performed in 500-mL flasks containing
300 mL of the reaction mixture with shaking on a thermostat-con-
trolled water bath at 60 rpm and 37 oC for 7 h.
4. Analytical Method

Aliquots of the reaction were centrifuged at 10,000 rpm for 10 min
and the supernatant was used for determination of ATP. High-perfor-
mance liquid chromatography (HPLC, Agilent 1100 system with a
UV detector) was performed using a Lichrospher C18 column (4.6
mm×300 mm, 5µm), methanol 0.05 mol/L dipotassium phosphate
solution (3 : 97, v/v) as the mobile phase and a flow rate of 1.0 ml/
min−1 at room temperature. The detection wavelength was 254 nm.
5. Fractional Factorial Design (FFD)

It has been shown that FFD can substantially reduce test times
and estimate the main effect of each fraction and fractional interac-
tions [28,29]. In our study, a 29-5 FFD with nine factors at two levels
was required. Each factor was studied at two different levels (−1,
+1) and a set of 16 experiments were performed (Tables 1 and 2).

The first-order model used to fit the results of fractional factorial
design was represented as:

(1)

where Y is the predicted response; β0 is the intercept; βi is the linear
coefficient and xi is the coded independent factor.
6. Central Composite Design and Response Surface Method-
ology

Response surface methodology is a statistical method that can
be used to study the optimum conditions under which the interac-
tions between factors reach the maximum response value [30-32].
In this study, FFD experiments determined three key factors with
important effects on response value. The three independent factors
were studied in one block and a set of 16 experiments were per-
formed. The behavior of the system was explained by the follow-
ing second-order polynomial equation:

i=1, 2, …, k (2)

where Y is the predicted response, β0 is the intercept, xi and xj are
the coded independent factors, βi is the linear coefficient, βii is the
quadratic coefficient and βij is the interaction coefficient.

Design expert version 6.0 (STATEASE Inc., Minneapolis, USA)
was used for experimental designs and regression analysis of the
experimental data obtained.
7. Utilization Efficiency of Energy (UEE)

Utilization efficiency of energy is defined as the ratio between

Y = β0 + βixi∑

Y = β0 + βixi + βiixi
2

 + βijxixj∑∑∑

Fig. 1. The biosynthesis of adenosine triphosphate from adenosine.

Table 1. Levels of the variables tested in the experimental design

Factor
Levels of factors

+1 −1
X1 030 010
X2 092 042
X3 300 200
X4 006 003
X5 092 042
X6 002 001
X7 004 002
X8 008 006
X9 039 035

X1, X2, X3, X4, X5, X6, X7, X8, and X9 represent coded variales of adensine
(g/L), glucose (g/L), yeast (g/L), magnesium chloride (g/L), potassium
dihydrogen phosphate (g/L), toluene (mL/L), acetaldehyde (mL/L), pH
and temperature (oC), respectively
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the ATP consumed by product synthesis and the ATP produced when
all of the glucose is converted to ethanol.

(3)

where nATP, the amount of ATP produced; nglucose, the amount of glu-
cose used in the process. One glucose molecule could produce two
ATP molecules via glycolysis under anaerobic conditions, and the
biosynthesis of one ATP from adenosine required three ATP mole-
cules.

RESULTS AND DISCUSSION

1. Fractional Factorial Design
The effects of the following factors on ATP production were de-

termined: adenosine, glucose, yeast, magnesium chloride, potassium
dihydrogen phosphate, toluene, acetaldehyde, pH, and temperature.
These nine components were selected on the basis of preliminary
experiments and literature. L16 (29) orthogonal was used to arrange
fractional factorial experiments with nine factors at two levels, and
the results are shown in Table 2.

The regression coefficients and determination coefficients (R2)
for the linear regression model of ATP yield are presented in Table
3. In addition, the function of the coded levels of all factors was
obtained:

Y=53.57+1.21X1+2.60X2+2.61X3+8.88X4

Y=+0.79X5+8.52X6−11.08X7+2.20X8+3.07X9 (4)

The determination coefficient (R2) for the regression model of
ATP production was 0.949, indicating that the analysis results were
reliable. Table 3 shows that magnesium chloride, toluene and ace-
taldehyde had a significant effect on ATP production (p≤0.05). When
X4 and X6 were near maximal levels and X7 was near minimal level,
it was beneficial to improve the ATP yield. According to the effect
trends of X4, X6 and X7, other factors that had little influences took

fixed values at zero level as follows, respectively: X1, 2; X2, 67; X3,
250; X5, 67; X8, 7.0; X9, 37.0. Response surface design was then
applied using X4, X6 and X7 as variables.
2. Central Composite Design and Response Surface Method-
ology

According to the factorial design results, magnesium chloride,
toluene, and acetaldehyde had significant effects, and a response
surface design with three factors at five levels was used to deter-
mine the optimal levels. Experimental design and results are shown
in Tables 4 and 5.

The results of the regression analysis are shown in Table 6. The
fitted second-order polynomial had the following form:

Y=93.70−1.61A−10.04A2+2.17B−12.17B2−6.28C
Y=−15.85C2+3.06AB−1.46AC+20.83BC (5)

where Y is the predicted response, and A, B and C are coded values
of magnesium chloride, toluene and acetaldehyde concentrations,
respectively.

UEE = 
3nATP

2nglucose
----------------

Table 2. Experimental design and results of the 29-5 fractional factorial design

Run X1 X2 X3 X4 X5 X6 X7 X8 X9

ATP yield (%)
Observed Predicted

01 −1 −1 −1 −1 −1 −1 −1 −1 −1 39.34 40.92
02 −1 −1 −1 −1 −1 −1 −1 −1 −1 18.78 21.01
03 −1 −1 −1 −1 −1 −1 −1 −1 −1 70.66 63.01
04 −1 −1 −1 −1 −1 −1 −1 −1 −1 42.11 43.42
05 −1 −1 −1 −1 −1 −1 −1 −1 −1 38.33 36.46
06 −1 −1 −1 −1 −1 −1 −1 −1 −1 72.50 70.00
07 −1 −1 −1 −1 −1 −1 −1 −1 −1 33.95 33.56
08 −1 −1 −1 −1 −1 −1 −1 −1 −1 41.90 49.20
09 −1 −1 −1 −1 −1 −1 −1 −1 −1 44.51 51.81
10 −1 −1 −1 −1 −1 −1 −1 −1 −1 80.11 79.72
11 −1 −1 −1 −1 −1 −1 −1 −1 −1 45.79 43.29
12 −1 −1 −1 −1 −1 −1 −1 −1 −1 66.43 64.56
13 −1 −1 −1 −1 −1 −1 −1 −1 −1 68.56 69.87
14 −1 −1 −1 −1 −1 −1 −1 −1 −1 45.65 38.00
15 −1 −1 −1 −1 −1 −1 −1 −1 −1 77.78 80.01
16 −1 −1 −1 −1 −1 −1 −1 −1 −1 70.78 72.36

Table 3. Results of the regression analysis of the 29-5 experimen-
tal design

Term
Regression analysis

Coefficient T-value P-value
Intercept 53.5738 32.44099 0.000000

X1 1.2088 0.73195 0.491790
X2 2.6013 1.57516 0.166288
X3 2.6075 1.57894 0.165428
X4 8.8775 5.37567 0.001703
X5 0.7900 0.47838 0.649315
X6 8.5238 5.16146 0.002092
X7 −11.0863 −6.71316 0.000531
X8 2.1975 1.33067 0.231632
X9 3.0688 1.85825 0.112497
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The determination coefficient (R2) for the equation was 0.963.
From equations derived by differentiation of Eq. (5), the model pre-
dicted the optimal values of test factors in the coded units were A=
−0.087, B=−0.201 and C=−0.326. At these values, the concentra-
tions of magnesium chloride, toluene and acetaldehyde were 4.37
g/L, 1.40 mL/L and 2.67 mL/L, respectively. The model predicted
a maximum response of 94.58% with these conditions. Also, the

3D response surface curves were then plotted to present the effect
of two factors while the other factor was held at zero level (Figs. 2,
3 and 4). Under the optimal conditions, the practical ATP yield was
97.5%, which was an increase compared with the initial 87.5% and
also showed that the second-order mathematical model was credi-
ble and effective. In addition, the utilization efficiency of energy after
optimization was 32.35%, which was an increase of nearly 6%.

Table 4. Levels of the factors tested in the central composite de-
sign

Factor
Levels of factors

+1.68 +1 0 −1 −1.68
MgCl2 (A, g/L) 7.02 6 4.50 3 1.98
Toluene (B, mL/L) 2.34 2 1.50 1 0. 66
Acetaldehyde (C, mL/L) 4.68 4 3 2 1.32

Table 5. Experimental design and results of the RSM together with
predicted yields from the model equation

Run A
(MgCl2)

B
(Toluene)

C
(Acetaldehyde)

ATP yield (%)
Observed Predicted

01 −1 −1 −1 78.52 83.79
02 −1 −1 −1 39.89 32.51
03 −1 −1 −1 46.03 40.36
04 −1 −1 −1 70.12 72.38
05 −1 −1 −1 80.03 77.36
06 −1 −1 −1 14.98 20.24
07 −1 −1 −1 39.21 46.18
08 −1 −1 −1 78.05 72.37
09 −1.68 −0 −0 64.98 68.07
10 −1.68 −0 −0 65.18 62.67
11 −0 −1.68 −0 56.19 55.71
12 −0 −1.68 −0 61.94 63.01
13 −0 −0 −1.68 62.04 59.52
14 −0 −0 −1.68 35.33 38.43
15 −0 −0 −0 93.57 93.70
16 −0 −0 −0 93.94 93.70

Table 6. Regression results of the central composite design

Factor Regression
coefficient

Standard
error T-value P-value

Intercept 93.7033 4.716527 19.86701 0.000001a

A −1.6090 1.811430 −0.88823 0.408611
B 2.1730 1.811430 1.19960 0.275512
C −6.2751 1.811430 −3.46418 0.013399a

A2 −10.0383 2.201053 −4.56068 0.003848a

B2 −12.1695 2.201053 −5.52893 0.001475a

C2 −15.8472 2.201053 −7.19982 0.000363a

AB 3.0638 2.365703 1.29507 0.242893
AC −1.4588 2.365703 −0.61662 0.560136
BC 20.8263 2.365703 8.80341 0.000119a

R2=0.963
aStatistically significant at 95% probability level

Fig. 2. Response surface curve for ATP production by S. cerevisiae
as a function of MgCl2 and toluene concentrations, when
acetaldehyde concentration was maintained at 3 mL/L.

Fig. 3. Response surface curve for ATP production by S. cerevisiae
as a function of MgCl2 and acetaldehyde concentrations,
when toluene concentration was maintained at 1.5 mL/L.
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The second-order polynomial model indicated that magnesium
chloride had a major effect on ATP yield. Magnesium ion was an
essential co-factor for ATP production [33] and necessary for the
activity of a series of enzymes, such as phosphofructokinase and
pyruvate kinase, which catalyzed the key reactions in glycolysis.
Depletion of magnesium ion would inhibit the activities of phos-
phofructokinase and pyruvate kinase, reducing the glycolytic flux
and inhibiting the ATP systhesis. However, an excess of magnesium
ion had an inhibitory effect [34]. As the addition of more magne-
sium did not increase the soluble magnesium ion concentration, it
would produce insoluble phosphate precipitation with phosphate
ion in the reaction mixture, thereby lowering the phosphate con-
centration and reducing the ATP yield and UEE. Through optimi-
zation, it showed that the optimal concentration of magnesium chlor-
ide was 4.37 g/L.

Among the three primary factors influencing ATP yield, toluene
had the greatest effect (Table 6). When using yeast cells as the en-
zyme source to synthesize ATP, the cell membrane prevented the
transportation of polar substances, thereby increasing mass transfer
resistance in the reaction [35]. The addition of toluene to the reac-
tion system could cause permeabilization of the plasma membrane
[36]. After permeation treatment, the transportation rates of sub-
strates, products and energy resource (glucose) were improved, in-
creasing the conversion of substrates and the accumulation of prod-
ucts. However, when the concentration of toluene was excessively
high, enzymes would be deactivated. Through optimization, it showed
that the optimal concentration of toluene was 1.40 mL/L.

On the other hand, excessive intracellular NADH would slow
the regeneration of NAD+, resulting in redox imbalance and a slower
glycolysis rate [37,38]. Under low oxygen conditions, a certain con-
centration of acetaldehyde was added as an exogenous electron ac-
ceptor, which could oxide NADH to NAD+ by alcohol dehydroge-

nase [39]. By this method, the regeneration of NAD+ was more rapid,
the level of NADH/NAD+ was maintained and the cellular redox
equilibrium recovered. Therefore, acetaldehyde could redirect NADH
oxidation to the ethanol pathway from the glycerol pathway and
accelerate the regeneration of NAD+, increasing ATP regeneration
effeciency and ATP production yield. By optimization, the optimal
concentration of acetaldehyde was shown to be 2.67 mL/L.

CONCLUSION

High biosynthesis of ATP by Saccharomyces cerevisiae was
achieved based on an efficient energy regeneration system. A sec-
ond-order polynomial model was used to describe the biosynthesis
of ATP by Saccharomyces cerevisiae. Through fractional factorial
design and response surface optimization, the yield and concentra-
tion of ATP reached 97.5%, and 37 g/L, respectively. The yield was
nearly 10% greater than the level before optimization, and the con-
centration increased nearly two-fold. In addition, the UEE after opti-
mization was 32.35%, which was an increase of nearly 6%.

ACKNOWLEDGEMENT

This work was supported by the Major Basic R & D Program of
China (2009CB724700), National Key Technology R&D Program
(2008BAI63B07), and Natural Science Foundation of Jiangsu Prov-
ince (BK2007527).

REFERENCES

1. H. C. Lee, S. D. Lee, J. K. Sohng and K. Liou, J. Biochem. Mol.
Biol., 37, 503 (2004).

2. J. W. Zhou, L. M. Liu, Z. P. Shi, G. C. Du and J. Chen, Biotechnol.
Adv., 27, 94 (2009).

3. C. Larsson, A. Nilsson, A. Blomberg and L. Gustafsson, J. Bacte-
riol., 179, 7243 (1997).

4. K. Y. Hara, N. Shimodate, M. Ito, T. Baba, H. Mori and H. Mori,
Metab. Eng., 11, 1 (2009).

5. C. Larsson, I. L. Pahlman and L. Gustafsson, Yeast, 16, 797 (2000).
6. A. S. Yuroff, G. Sabat and W. J. Hickey, Appl. Environ. Microbiol.,

69, 7401 (2003).
7. G. Kragol, S. Lovas, G. Varadi, B. A. Condie, R. Hoffmann and L.

Otvos, Biochemistry, 40, 3016 (2001).
8. Y. Kipnis, N. Papo, G. Haran and A. Horovitz, Proc. Natl. Acad. Sci.

USA, 104, 3119 (2007).
9. E. Klipp, B. Nordlander, R. Kruger, P. Gennemark and S. Hohm-

ann, Nat. Biotechnol., 23, 975 (2005).
10. M. L. .Mendum and L. T. Smith, Appl. Environ. Microbiol., 68, 813

(2002).
11. T. Tochikura, J. Ferment. Technol., 45, 511 (1967).
12. S. Kadowaki, T. Yano, T. Tachiki and T. Tochikura, J. Ferment.

Bioeng., 68, 417 (1989).
13. M. Asada, K. Nakanishi, R. Matsuno, Y. Kariya, A. Kimura and T.

Kamikubo, Agric. Biol. Chem., 42, 1533 (1978).
14. N. Shiomi, H. Fukuda, K. Murata and A. Kimura, Appl. Microbiol.

Biotechnol., 42, 730 (1995).
15. M. Shimosaka, Y. Fukuda and A. Kimura, Agric. Biol. Chem., 45,

1025 (1981).

Fig. 4. Response surface curve for ATP production by S. cerevisiae
as a function of toluene and acetaldehyde concentrations,
when MgCl2 concentration was maintained at 4.5 g/L.



Enhanced adenosine triphosphate production by Saccharomyces cerevisiae using an efficient energy regeneration system 183

Korean J. Chem. Eng.(Vol. 28, No. 1)

16. A. Kimura, Adv. Biochem. Eng./Biotechnol., 33, 29 (1986).
17. M. Shimosaka, Y. Fukuda, K. Murata and A. Kimura, J. Bacteriol.,

152, 98 (1982).
18. A. J. Meikle, R. H. Reed and G. M. Gadd, FEMS Microbiol. Lett.,

62, 89 (1991).
19. Y. Li, J. Hugenholtz, J. Chen and S. Y. Lun, Appl. Microbiol. Bio-

technol., 60, 101 (2002).
20. Q. Hua and K. Shimizu, J. Biotechnol., 68, 135 (1999).
21. B. J. Koebmann, H. V. Westerhoff, J. L. Snoep, D. Nilsson and P. R.

Jensen, J. Bacteriol., 184, 3909 (2002).
22. L. M. Liu, J. Chen, H. Z. Li and Y. Li, Prog. Biochem. Biophys., 32,

251 (2005).
23. L. M. Liu, Y. Li, G. C. Du and J. Chen, J. Appl. Microbiol., 100, 1043

(2006).
24. X. Liao, T. Deng, Y. Zhu, G. Du and J. Chen, J. Appl. Microbiol.,

104, 345 (2008). 
25. C. M. Henriksen, L. H. Christensen, J. Nielsen and J. Villadsen, J.

Biotechnol., 45, 149 (1996).
26. T. Candela and A. Fouet, Mol. Microbiol., 60, 1091 (2006).
27. L. M. Blank, R. L. McLaughlin and L. K. Nielsen, Biotechnol.

Bioeng., 90, 685 (2005).

28. X. C. Chen, J. X. Bai, J. M. Cao, Z. J. Li, J. Xiong, L. Zhang, Y. Hong
and H. J. Ying, Bioresource Technol., 100, 919 (2009).

29. H. J. Ying, X. C. Chen, H. P. Cao, J. Xiong, Y. Hong, J. X. Bai and
Z. J. Li, Appl. Microbiol. Biotechnol., 84, 677 (2009).

30. D. C. Montgomery, G. C. Runger and N. F. Hubele, Engineering
statistics, John Wiley and Sons Inc., Hoboken, New Jersey (2001).

31. S. Murugesan, S. Rajiv and M. Thanapalan, Korean J. Chem. Eng.,
26, 364 (2009).

32. J. D. Cui, Korean J. Chem. Eng., 27, 174 (2010).
33. T. Fujio and A. Furuya, Appl. Microbiol. Biotechnol., 21, 143 (1985).
34. T. Fujio and A. Furuya, J. Ferment. Technol., 61, 261 (1983).
35. R. Serrano, Transport across yeast vacuolar and plasma membranes,

Cold Spring Harbor Laboratory Press, Cold Spring Harbor, New
York (1991).

36. K. Takeshige and K. Ouchi, J. Ferment. Bioeng., 79, 11 (1995).
37. G. A. Stanley, T. J. Hobley and N. B. Pamment, Biotechnol. Bioeng.,

53, 71 (1997).
38. F. Vriesekoop, A. R. Barber and N. B. Pamment, Biotechnol. Lett.,

29, 1099 (2007).
39. A. R. Barber, F. Vriesekoop and N. B. Pamment, Enzyme. Microb.

Technol., 30, 240 (2002).



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages false
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile (Color Management Off)
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 200
  /ColorImageDepth 8
  /ColorImageDownsampleThreshold 1.00000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth 8
  /GrayImageDownsampleThreshold 1.33333
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.00000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /DetectCurves 0.000000
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /PreserveDICMYKValues true
  /PreserveFlatness true
  /CropColorImages true
  /ColorImageMinResolution 290
  /ColorImageMinResolutionPolicy /Warning
  /ColorImageMinDownsampleDepth 1
  /CropGrayImages true
  /GrayImageMinResolution 290
  /GrayImageMinResolutionPolicy /Warning
  /GrayImageMinDownsampleDepth 2
  /CropMonoImages true
  /MonoImageMinResolution 800
  /MonoImageMinResolutionPolicy /Warning
  /CheckCompliance [
    /None
  ]
  /PDFXOutputConditionIdentifier ()
  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU <>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [2834.646 2834.646]
>> setpagedevice


